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Chemo stability measurements:

Figure S1) Chemo stability of conjugate 1: Dau=Aoa-GFLGK(c[CONH-ANGRE]-GG)-NH
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Figure S2) Chemo stability of conjugate 2: Dau=Aoa-GFLGK(c[CONH-LNGRE]-GG)-NH,

Dauona@i’(-NHz

NGRE-GG
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Figure S3) Chemo stability of conjugate 3: Dau=Aoa-GFLGK(c[CONH-NIeNGRE]-GG)-NH,

Dau=Aoa+{GF
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Figure S4) Chemo stability of conjugate 3: Dau=Aoa-GFLGK(c[CONH-PNGRE]-GG)-NH,

Dau=Aoa{GFLG}K-NH,

‘:PNGRE-GG
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Figure S5) Chemo stability of conjugate 3: Dau=Aoa-GFLGK(c[CONH-SNGRE]-GG)-NH
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Figure S6) Lysosomal degradation of conjugate 1: Dau

Dau=Ao0a{GFLG}K-NH,

ESNGRE-GG
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Figure S7) Lysosomal degradation of conjugate 2: Dau=Aoa-GFLGK(c[CONH-LNGRE]-GG)-NH
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Figure S8) Lysosomal degradation of conjugate 3: Dau=Aoa-GFLGK(c[CONH-NIeNGRE]-GG)-

NH;

Dau=Aoa-@]-’(-NH2
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Figure S9) Lysosomal degradation of conjugate 2: Dau=Aoa-GFLGK(c[CONH-PNGRE]-GG)-

NH;

Dau=Aoa{GFLG}K-NH,
‘:PNGRE—GG
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Figure S10) Lysosomal degradation of conjugate 2: Dau=Aoa-GFLGK(c[ CONH-SNGRE]-GG)-

NH,

Dau=Ao0a{GFLG}K-NH,
I:SNGRE—GG
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